think it unlikely that the form of the protein expressed before the shift to glucose is responsible. In any case, for the purpose of this paper, it suffices to emphasize the qualitative identity of the phenotype of the two strains upon repression of L4 synthesis: G2/M arrest or delay and formation of di-budded cells, both suggesting difficulties in completing late stages of the cell cycle.
Additional Discussion

Potential effects of genes flanking the deletions of chromosomal ribosomal protein genes
We considered that our analysis could be affected by the regions flanking a particular deleted gene can have an effect on the phenotype of the deletion strain (see e.g. Ben-Shitrit et al. (Ben-Shitrit et al., 2012) ). Therefore, we examined the Saccharomyces Genome Database (SGD; http://www.yeastgenome.org/) to identify genes located within 1 kb on either side of each deleted ribosomal protein gene examined here. We found no obvious reason to suspect that any of the flanking genes have a major role in shaping the phenotypes we observed. Furthermore, random effects of regions flanking the ribosomal protein genes could not have resulted in the connection, discussed in the main text, between the phenotype generated by repression of a particular ribosomal protein gene and the location of its protein product in the ribosome.
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